Recently, mtDNA analysis was used to evaluate the evolutionary history of C. crocodilus across its distributional range (Venegas-Anaya et al. 2008) . These results confirmed a divergent lineage between Mesoamerican (C. c. chiapasius and C. c. fuscus) and South American caimans (C. c. crocodilus and C. yacare). Also, these results suggested that C. c. chiapasius should be considered as a valid subspecies and not a synonym of C. c. fuscus. The estimated divergence time between C. c. chiapasius and C. c. fuscus was between 2.5 and 2.9 mya, corresponding with the closure of the PacificCaribbean seaway. Based on Venegas-Anaya et al. 's (2008) DNA analysis, C. c. chiapasius ranges from the border-states of Oaxaca and Chiapas, Mexico, to El Salvador (Fig. 1) , while C. c. fuscus is present from Honduran Caribbean and from Pacific and Caribbean of Nicaragua to the Pacific lowlands of Colombia and Ecuador extending in Venezuela to the Yaracuy River (Fig. 1) . This brief review supported the notion that there had been an error in the interpretation of the distribution of caiman subspecies, although Medem (1962 Medem ( , 1981 Medem ( , 1983 ) assigned correctly the specimens from parts of Central and South America to Caiman crocodilus based on their morphology, was incorrect in assigning them to C.c. chiapasius, which has remained largely unchanged to date (e.g., Rueda-Almonacid et al. 2007; Velasco & Ayarzagüena 2010) . and location of holotype. Caiman crocodilus crocodilus type-locality is unknown (King & Burke 1989) , but Medem (1983) considered it to be the Demerara River, Guyana.
In summary, the mtDNA study of Venegas-Anaya et al. (2008) supported C. crocodilus subspecies taxonomy for C. c. chiapasius, C. c. crocodilus and C. c. fuscus (the taxonomic status of C. c. apaporiensis is pending), and clarifies the distributions of each to be clarified ( fig. 1) . However, an integrative taxonomic approach, using a combination of molecular and morphology data, would further improve our understanding of distribution and taxonomic status of the populations of C. crocodilus and its subspecies.
